For orientation, the residue F1113 is indicated.
Fig. S2 -SPR analysis of potential conformational changes upon receptor binding for DBLb and CIDRa domains.
The domains were injected over their respective receptors at a fixed concentration of 3µM. For each injection, the association time was varied in 60s intervals between 60s and 240s. The data were then superimposed using the end of the injection as fixed time point and normalized by setting the signal at the start of the injection to 0 and at the stop of the injection to 100, to monitor how the dissociation rate changes with the length of association time. DBLb domains were injected over ICAM-1 D1D5 -Fc immobilized on a CM5 sensor chip pre-coupled with Protein A. CIDRa domains were injected over biotinylated EPCR immobilized on a CAP sensor chip.
Fig. S3 -CD spectroscopy and melting curves for IT4var13 DBLb wild type and mutants (A)
Secondary structure analysis of the IT4var13 DBLb wild-type (wt) domain and mutants. CD spectra were recorded at 20°C between wavelengths of 195 nm and 260 nm. For each sample, four measurements were averaged and corrected for buffer absorption. (B) Thermal melt analysis of IT4var13 DBLb wild type and mutant domains. CD spectra were recorded between 200 nm and 250 nm and after each measurement the temperature was raised by 0.5°C. Shown are spectra collected at 10°C intervals between 20°C and 90°C. (C) Thermal denaturation curve for IT4var13 DBLb wild type and mutants. The ellipticity at a fixed wavelength of 222 nm was measured between 20°C and 90°C. After each measurement the temperature was increased by 0.5°C. A dashed line indicates the melting point.
Fig. S4 -CD spectroscopy and melting curves for J1a DBLb wild type and mutants (A)
Secondary structure analysis of the J1a DBLb wild-type (wt) domain and mutants. CD spectra were recorded at 20°C between wavelengths of 195 nm and 260 nm. For each sample, four measurements were averaged and corrected for buffer absorption. (B) Thermal melt analysis of J1a DBLb wild type and mutant domains. CD spectra were recorded between 200 nm and 250 nm and after each measurement the temperature was raised by 0.5°C. Shown are spectra for 10°C intervals between 20°C and 90°C. (C) Thermal denaturation curve for J1a DBLb wild type and mutants. The ellipticity at a fixed wavelength of 222 nm was measured between 20°C and 90°C. After each measurement, the temperature was increased by 0.5°C. A dashed line indicates the melting point.
Fig. S5 -Superposition of the DBLb domains from IT4var13 and PF11_0521 PfEMP1 onto the DBLa domain from the varO PfEMP1.
IT4var13 DBLb is colored in green and the ICAM-1 binding site of this domain is colored in red. PF11_0521 DBLb is colored in bright green and the ICAM-1 binding site of this domain is colored in pink. The varO DBLa domain (PDB 2XU0) (1) is colored in grey. The superposition was made using PyMol. The radius of gyration R g was determined using AutoRg and the maximum particle diameter D max was calculated with GNOM. The Porod volume V porod was calculated with PRIMUS. The apparent molecular mass Mr app was calculated using the from the size and shape function in version 2.8.3 of the ATSAS suite. Mr exp is the theoretical molecular mass.
